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Discussion on Action Mechanism of Mimenghua Granule in the Treatment of Dry Eye Based on
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(Abstract] Objective To explore the possible action mechanism of Mimenghua Granule in the treatment of dry eye by
using network pharmacology and molecular docking. Methods Compounds with oral bioavailability of 30% or more and drug-like
ratio of 0.18 or higher in Mimenghua Granule were screened as candidate drug—effect ingredients by TCMSP database, and then
predict the target of active ingredients of Mimenghua Granule according to "Related Targets" of TCMSP. The compounds-target
interaction network was constructed by Cytoscape 3.6.0. The genes for dry eye was searched by OMIM and DisGeNET, and protein
interaction analysis was performed through STRING database. The target of active ingredients of Mimenghua Granule intersects with

the target of dry eye through the Venny diagram. The key targets of effective active ingredients of Mimenghua Granule to treat dry
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eye were obtained, and the drug-active component—key target—disease network was constructed. DAVID was used to perform GO

function annotation and KEGG pathway enrichment on key targets. The main active components of Mimenghua Granule and

the main target were performed molecular docking by AutoDock vina 1.1.2. Results Totally 46 active ingredients, 248 predicted

targets, and 237 genes related to dry eye were identified. 18 key targets of Mimenghua Granule to treat dry eye were obtained. The

targets were involved in regulation of cell proliferation, gene expression, cell apoptosis, protein phosphorylation, immune response,

aging, regulation of cell inflammation—related factors, etc. The main pathways of action were diabetes mellitus, NOD-like receptor

signaling pathway, Toll-like receptor signaling pathway, MAPK signaling pathway. The results of molecular docking showed that

the main active components had good binding with the effective target. Conclusion Mimenghua Granule may reduce inflammation

of lacrimal tissue through inhibiting inflammatory related factors and pathways to treat dry eye.
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D (St Ea OB/% DL 5 2
MOL000098 Hiit K % (quercetin) 46.43 0.28 142
MOL000422 12 1 (kaempferol ) 41.88 0.24 55
MOL0O00006 AR HEZ (luteolin) 36.16 0.25 54
MOL000358 B4 i it (beta—sitosterol ) 36.91 0.75 35
MOL004328 fili 2 % (naringenin) 59.29 0.21 35
MOL000354 5 FlZE & (isorhamnetin) 49.60 0.31 30
MOL000449 7 B (stigmasterol ) 43.83 0.76 27
MOLO001689 ML (acacetin) 3497 024 24
MOL005406 T8 JiE 1 %5 B (atropine ) 45.97 0.19 24
MOL005229 L H F (artemetin) 49.55 0.48 21
MOL008400 K58 F (glycitein) 50.48 0.24 21
MOL009650 S5 B (atropine) 42.16 0.19 16
MOL001733 2 14 2 K (eupatorin) 30.23 0.37 12
MOL009653 FRHE A7 B (cycloeucal enol) 39.73 0.79 11
MOL002881 A IR 3 (diosmetin) 3114 027 9
MOL005100 5,7 R H-2—(3— R M -4 AU R ) A0 UL g —4 -8 [5, 7 -dihydroxy—2—(3-hydroxy— 47.74 0.27 8

4-methoxyphenyl)chroman—4-one]
MOL011319 ABA IR T IE S I (Truflex: OBP) 4374 024 7
MOLO11816 [(18,5S,7S)-7- L Bkt S k-5 5 9 4 3 —2,8— I FH Bk — IR 5% JL | R 2R [(1S,58,7S) T —acetoxy—5— 37.02 0.19 7
isopropenyl—2,8—dimethylene—cyclodecyl] acetate

MOL001323 4§ B ol (sitosterol alphal ) 43.28 0.78 5
MOL009646 7-0-H HEA 1 % Z —6-C— B~ 4 1 (7-O-methylluteolin-6-C~beta—glucoside_qt) 40.77 0.3 5
MOL001494 +/\ Bk — 4% (mandenol ) 42 0.19 3
MOL001979 44,140~ = H 3-S5~ IH {§§ BE-9(11),24- . £ Fk = Fi-3B-F% (LAN) 42.12 0.75 3
MOL007449 243 H FE 2R ) (24—methylidenelophenol ) 44.19 0.75 3
MOL009604 14b-7#f (14b—pregnane) 34.78 0.34 3
MOL009622 71 P 1 B (fucosterol ) 43.78 0.76 3
MOL009634 31— W B (31-norlanosterol ) 422 0.73 3
MOL009641 4o, 24— F LA ES B -7 , 24— 7 I (4alpha,24—dimethylcholesta—7,24~dienol ) 42.65 0.75 3
MOL009644 6 FR 1|1k ~7— Bt % 1AL [ & (6-fluoroindole~7-Dehydrocholesterol ) 4373 0.72 3
MOL001495 MV JFRFR £ T (ethyl linolenate ) 46.1 0.2 2
MOLO001755 24 Z,HE A 5§ 4 55 T (24—ethylcholest—4—en—3-one ) 36.08 0.76 2
MOLO001771 poriferast—5-#i-3B E (poriferast—5-en—3beta—ol ) 36.91 0.75 2
MOL006209 T AT (cyanin) 47.42 0.76 2
MOLO008173 % K (daucosterol_qt) 36.91 0.75 2
MOL009618 24-Z HEN S 5,22- i B (24—ethylcholesta—5,22—dienol ) 43.83 0.76 2
MOL009677 anost—8—4#i—3B B (anost—8—en—3beta—ol ) 34.23 0.74 2
MOL001790 5 AE A (linarin) 39.84 0.71 1
MOL005438 Sl 5§ i (campesterol ) 37.58 0.71 1
MOL009617 24— FE 0§ -22 -4 B (24—ethylcholest—22—enol ) 37.09 0.75 1
MOL009635 424 H1EL 2T (4,24—-methyllophenol ) 37.83 0.75 1
MOL009639 25 (lophenol ) 38.13 0.71 1
MOL009640 4o, 14a, 24— = JL 0§ BE-8 , 24— Jf B (4alpha,14alpha,24—trimethylcholesta—8,24—dienol ) 38.91 0.76 1
MOLO009642 do— 1 B -24- 2, SE A 27,24~ 47 BE (4alpha—methyl-24—ethylcholesta~7,24~dienol ) 42.3 0.78 1
MOL009656 (E,E)-1-Z H:+ N\ 5-3,13- &G R FR[(E.E)-1-ethyl octadeca-3,13—dienoate] 42 0.19 1
MOL009665 K #; % ik -8—0-B-D-J2 i1 11 (physcion-8—0-beta—D-gentiobioside ) 439 0.62 1
MOL009681 fili it i (obtusifoliol ) 42.55 0.76 1
MOLO011802 (24r)— ) 2 3 1§ [ (24r)—saringosterol | 39.36 0.79 1
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Top 40 of GO Enrichment
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