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(Abstract] Objective To explore the role of sparc/osteonectin, cwev, and kazal-like domains proteoglycan 2 (SPOCK2)
in prognosis and immunotherapy response in pan-cancer. Methods The differential expressions of SPOCK2 in tumor tissues
and normal tissues were examined by The Cancer Genome Atlas (TCGA) and Clinical Proteomic Tumor Analysis Consortium
(CPTAC), and SPOCK2 was preliminarily validated by the Human Protein Atlas (HPA). The effects of SPOCK2 on the survival
and prognosis of patients were analyzed using the Kaplan—-Meier method, and gene enrichment tools were used to further
analyze the pathways involved in SPOCK2 in tumors. Finally, the Sanger database was used to study the relationship between
SPOCK2 and the immune cells as well as immune-related genes. Results SPOCK2 was highly expressed in 14 tumors and

lowly expressed in 12. HPA showed high expression of SPOCK2 in hepatocellular carcinoma, thyroid cancer, cutaneous
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melanoma, and ovarian serous cystadenocarcinoma, which was consistent with the analysis of gene expression levels. Survival

analysis showed that high expression of SPOCK2 predicted good prognosis in multiple tumors, and enrichment analysis

indicated that SPOCK2 was involved in the differentiation and activation of T cells and helper T cells. In addition, correlation

analysis with immune infiltrating cells revealed that SPOCK2 level was positively correlated with the infiltration of immune

cells such as B lymphocytes, CD4* T lymphocytes, CD8* T lymphocytes, and dendritic cells in most tumors. The expression

levels of SPOCK2 were closely related to immune regulatory factors and immune checkpoint —related genes. Conclusion

SPOCK2 is an immune-related biomarker in pan-cancer, which plays a role in regulating tumor immune microenvironment and

has potential value in immunotherapy.

(Keywords]) The Cancer Genome Atlas; immunotherapy; sparc/osteonectin, cwev, and kazal-like domains proteoglycan 2;

pan—cancer; prognosis; immune microenvironment
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