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Mechanism of Jiangtang Tongmai Recipe in treating diabetic lung damage based on network

pharmacology and experimental verification

DING Nian'?, ZHENG Chenghong'?
(1. Hubei University of Chinese Medicine, Wuhan, Hubei 430000, China; 2. Wuhan Hospital of Traditional Chinese Medicine,
Wuhan, Hubei 430014, China)

[Abstract] Objective To explore the possible active ingredients and targets of Jiangtang Tongmai Recipe in treating
diabetic lung injury through network pharmacology, and to verify the effect and mechanism of Jiangtang Tongmai Recipe in
treating diabetic lung injury in animal experiments. Methods The active components and target genes of Jiangtang Tongmai
Recipe were retrieved through the TCMSP database and BATMAN-TCM database. The disease targets of lung damage were
screened from GeneCards database. GO biological function analysis, KEGG pathway enrichment and Cytoscape 3.7.2 software
were used to construct the drug-disease —active component —signaling pathway interaction network diagram. The effect of
Jiangtang Tongmai Recipe on the expression of TGF-B1/Smads signaling pathway in the lung tissue of diabetic rats with lung
damage was observed, and the effect and mechanism of Jiangtang Tongmai Recipe on diabetic lung injury were verified.

Results A total of 36 active molecules and 109 active targets were obtained in the Jangtang Tongmai Recipe, including 95

(75 B #3)2022-01-21

(E£TEIWILE A RB L4 T H I H (2019CFB633 ) 3 il I T TR i RIAE & 2 512 RIS 091 H (WZ20A06) ; i 4R B 22 A A
BIR TR (B 3H(2013)35 5),

(B—EE)T &, B WA /34T 600 AF 58 7 w2 v 08 B 45 53R 7 9 20 W AR 2 S s M9 | E-mail: 1468153352@qq.com,



1130 W1 R TP s 24 K2 244 hitp://hnzyydxxb.hnuem.edu.cn

2022 5 42 &

active targets associated with diabetic lung damage. The core target genes Smad2, Smad3, Smad7 and SKIL-related proteins

intervene in diabetic lung injury through TGF -B1 signaling pathway, AGE -RAGE signaling pathway and TNF signaling

pathway. Animal experiments showed that compared with the model group, the low, middle and high doses of Jiangtang

Tongmai Recipe could improve the lung damage of diabetic rats, reduce inflammatory cell infiltration, reduce Smad2/3

expression (P<0.01), increase Smad7 level (P<0.05), increase SnoN protein expression (P<0.05) and reduce TGF-B1 expression

(P<0.05). Conclusion Jangtang Tongmai Recipe has a "multi—components and multi—targets" network action effect, which may

be related to the regulation of SnoN protein to interfere with TGF-B1/Smads signaling pathway.

(Keywords) Jangtang Tongmai Recipe; diabetic lung damage; network pharmacology; TGF-f1/Smads signaling pathway;
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