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(Abstract] Objective To analyze active components and molecular mechanism of Sangmeizhike Granule in treating
chronic obstructive pulmonary disease (COPD). Methods The TCMSP database, SymMap database and GeneCards database
were used to screen out potential active substances and the targets related to human COPD separately; the network of active

substances and disease targets was pictured; protein—protein interaction (PPI) network was built by STRING database platform; GO
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enrichment analysis and KEGG enrichment analysis were analyzed by Metascape database. Finally, molecular docking
technology was used to verify the active ingredients and targets. Results After screening, many key components in
Sangmeizhike Granule might be effective for COPD treatment through interleukin-6 (IL-6), interleukin-1 beta (IL-1f), tumor necrosis
factor (INF), myeloperoxidase (MPO), mitogen—activated protein kinase 14 (MAPK14), namely quercetin, kaempferol, beta—sitosterol,
luteolin ete. KEGG enrichment analysis results included IL -17 signaling pathway, glutathione metabolism, Thl and Th2
cell differentiation, HIF-1 signaling pathway, chemokine signaling pathway. The key active ingredients quercetin (MOL000098),
kaempferol (MOL000422), B-sitosterol (MOL000358) and PPI core genes 11.-6, TNF, MAPK14 were selected for molecular docking.
The docking energies of 1L—6 with quercetin, kaempferol and B-sitosterol were —4.83, -5.74, and -4.89 kJ/mol, respectively;
the docking energies of TNF with quercetin, kaempferol and B-sitosterol were -7.69, -8.57, —7.21 kJ/mol; the docking energies
of MAPK14 with quercetin, kaempferol and P-sitosterol were -5.0, =5.5, -5.68 kJ/mol, respectively. Conclusion Sangmeizhike

Granule can treat COPD through the complex action mechanism of multiple components, multiple targets and multiple pathways

by anti-inflammatory.

(Keywords) Sangmeizhike Granule; chronic obstructive pulmonary disease; network pharmacology; molecular docking;
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MOLO000953  cholesterol Doy WA MOL004580 cis—Dihydroquercetin ik 4
MOL005043  campest—5—en—3beta—ol B aNEY i} MOL005996 2 -0 -methyl -3 — O - —D —glucopyra- i A
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