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Molecular Mechanism of Sini Powder in the Treatment of Irritable Bowel Syndrome

Based on the Analysis of Key Targets and Related Signal Pathways
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(1. The Second Clinical School, Guangzhou University of Chinese Medicine, Guangzhou, Guangdong 510405, China;
2. The Second Affiliated Hospital of Guangzhou University of Chinese Medicine, Guangzhou, Guangdong 510120, China)

(Abstract] Objective To predict the molecular mechanism of Sini Powder in treating irritable bowel syndrome (IBS) based
on network pharmacology and molecular docking method. Methods The traditional Chinese medicine system pharmacology (TCMSP)
was employed to screen the active ingredients of Sini Powder. GeneCards, DisGeNET and OMIM databases were used to predict
and screen the disease—related targets of IBS. The Omicshare platform was employed to match the putative targets of ingredients
and disease-related targets to obtain key targets. Then, protien—protien interaction network was constructed by using STRING database
and the “medicine—chemical compound—targets—disease” network was constructed by using Cytoscape software. GoEast database was
used to perform GO analysis on key targets of Sini Powder in the treatment of IBS, and DAVID database was used to perform
KEGG pathway analysis. The reliability of the results was further verified by molecular docking. Results Through screening,
123 drug active ingredients were screened, involving a total of 245 targets and 89 of them related to IBS, mainly through the

regulation of target proteins such as IL.-6 and TNF and toll-like receptor signaling pathway and NF—«B signaling pathway in the
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process of IBS inflammation. The results of molecular docking showed that the main components had good binding with the key

targets. Conclusion Sini Powder may play a role in the treatment of IBS through the role of immune, inflammation system related

protein targets and pathways.

(Keywords) irritable bowel syndrome; signal pathway; Sini Powder; network pharmacology; target; molecular docking
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