2021 4F 4 55 41 55 4 ME P E W K FE ¥R
Apr. 2021 Vol. 41 No. 4 Journal of Hunan University of Chinese Medicine 489

AT L

ARSCHUH BRI A S XURIE, D R AERE FE f A HE TSTAT3/miR— 177 S ER 15 1 I 218 2% 75 46k IR e i P59 98 3 453 47 458 280 K Bl i £
VE AL 5 o s 24 K 282447 ,2021,41(4) . 489-497.

FETF“STAT3/miR-17" S PGS ML 2R 4 T
OXT it TP T b P A R R B AR OV F AL

EM AU R AR 2 R SRR R h A 2
(LR B2 KR K 410007 ;2.0 8 h 25 K56 — B B Be , s K> 410007)

(FZE) BR R F a4 7 oo B M5 K Ry RPIE A R ok B iy @l . ik RA AN ERF 7 R8N
HE 7 2 ¢ & 3k miRNAs, 3 T 7% i 25 4 77 ¥ i 38 718 %5 “STAT3-miR-17" K% 30 3% L 1 A . 4 SD M X R AL v B F A4,
MAA AR AL B Ak A S B AR A 36,12 h RARE 12 h %, RJE 24 h AW AL #IF 2, AT
TTC % 6 3F f A% F0 AR AR 5 3 4t W 58 0L 8 B "4k /MR s Western blot 48 3 4 fr R & B v 4 5% & & 3T 6 & R IR B #5217 U0 ;Real-time PCR
A9 “STAT3-miR-17" K 4% #F #F miRNA mRNA 8y%& 3k, 5R 5 A% AL ATt % o 26 26 07 o) W1 B A8 AL Ok B0 22 o s 48 407, o 20 i A
AR (PO01), T p62 TOMM20 # % i (P<0.05), 38 LC3B # % i (P<0.01), 3 4o 47 45 1 fis 41 44 1 % /N 5 T 98 miR-17 miRNA
#y 4 % (P<0.01), £ STAT3 mRNA #y &3 (P<0.01), i FmFk 4 F TR EHAREE SR EFE R EL ANH TG
8 2 “STAT3-miR—17" 1% ¥ % 48 5%

(IR MAE 7L 36 0 % 45 77 ;STAT3 ;miR—17; K 4 31 ; 4 b (K B %

(FE %S IR285.5 (CERAREED A (X E S )doi:10.3969/j.issn.1674-070X.2021.04.001

Explore the Protective Mechanism of Huoxue Rongluo Decoction on Cerebral Ischemia

Reperfusion Injury Model Rats Based on the Feedback Loop of "STAT3/miR-17"

YAN Siyang', YANG Renyi', LIU Lijuan’, MA Qiang', LI Junxi’, ZHOU Desheng™*
(1. Hunan University of Chinese Medicine, Changsha, Hunan 410208, China;

2. The First Affiliated Hospital of Hunan University of Chinese Medicine, Changsha, Hunan 410007, China)

(Abstract] Objective To investigate the protective effect of Huoxue Rongluo Decoction on ischemia/reperfusion injury rats
and its influence on mitochondrial autophagy. Methods Bioinformatics method was used to mine the differentlyexpressed miRNAs in
cerebral infarction, and it was predicted that Huoxue Rongluo Decoction might play a role by regulating the "STAT3-miR-17"
feedback loop. SD male rats were randomly divided into sham operation group, model group, and Huoxue Rongluo Decoction group,
and the cerebral ischemia reperfusion model was established by thread plug method. Drugs were administered at 36 and 12 hours

before modeling and 12 hours after surgery. Neural function score was performed 24 hours after operation, and cerebral infarction
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volume was assessed by TTC staining; autophagosomes were observed by transmission electron microscope; mitochondria and

autophagy—related proteins were detected by Western blot to assess mitochondrial autophagy; real-time PCR was used to detect the

expression of miRNA and mRNA in the feedback loop of "STAT3-miR-17". Results Compared with the model group, Huoxue

Rongluo Decoction can significantly improve the neurological damage, reduce cerebral infarction volume of rats (P<001), down-regulate

the expressions of p62 and TOMM20 (P<0.05), up-regulate the expression of LC3II (P<0.01), and increase autophagosomes in the

injured brain tissue; down-regulate the expression of miR-17 miRNA (P<0.01), up-regulate the expression of STAT3 mRNA (P<001).

Conclusion Huoxue Rongluo Decoction exerts neuroprotective effect by moderately up -regulating mitochondrial autophagy, and

its mechanism may be related to the regulation of "STAT3-miR-17" feedback loop.

(Keywords) cerebral infarction; Huoxue Rongluo Decoction; STAT3; miR-17; feedback loop; mitochondrial autophagy
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