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(Abstract] Objective To explore the protective effect of Buzhong Yiqi Decoction on partial deletion models of mitochondrial
DNA (mtDNA) in PCI2 cells and its molecular mechanism. Methods By using a nerve cell strain of PC12 cells, the ethidium
bromide induction method was used to prepare partial deletion models of mtDNA. The PC12 cells were divided into 4 groups:
a normal group, a model group, a Tanakan group and a Buzhong Yiqi Decoction group. Twenty—four hours after administration, the
CCK-8 method was used to detect mitochondrial activities of the cells in each group; colorimetry was used to detect activities
of mitochondrial respiratory chain complexes [, II, I, IV and ATP contents; and the RT-PCR method was used to detect
expressions of mitochondrial transcription factor A (TFAM) in each group. Results Ethidium bromide at a concentration of
500 ng/mL could decrease the copy number of cell mitochondrial DNA (P<0.01), resulting in partial deletion of mitochondrial DNA

in the PC12 cells. Compared with the normal group, the mitochondrial activity and activities of respiratory chain complexes -1V in
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the model group were decreased (P<005, P<001), the ATP content was decreased (P<0.01), and the TFAM gene expression

was decreased. Compared with the model group, the mitochondrial activity in the Buzhong Yiqgi Decoction group was significantly

increased (P<0.01), the activities of respiratory chain complexes I, Il and IV were increased (P<0.05, P<0.01), the content of ATP and

the expression of TFAM gene were increased (P<0.01), and the efficacy was not statistically different from that in the Tanakan group

(P>0.05). Conclusion Buzhong Yiqi Decoction has a protective effect on the partial deletion models of mitochondrial DNA induced

by ethidium bromide, which can significantly improve the mitochondrial metabolic function. The mechanism may be related to up—

regulation of the TFAM expression, which may be a modern biological basis of Buzhong Yiqi Decoction exerting the function of

supplementing Qi.
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