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Using Network Pharmacology Model to Explore the Mechanism of Kai-Xin—San in

Treating Depression

WU Yuantao, ZOU Yixian, WANG Lihuai*
(The First Affiliated Hospital of Hunan University of Chines Medicine, Changsha, Hunan 410007, China)

(Abstract] Objective To predict the anti—depressant pharmacological mechanism of Kai-Xin—San (KXS) active ingredients
by network pharmacology. Methods The components and targets of KXS were obtained by TCMSP and ETCM, and the proteins
related to depression were screened by Genecard and OMIM. The protein interaction network (PPI) was constructed by STRING.
Topological attribute analysis and MCODE cluster analysis of the target were performed by Cytoscape. R language was performed to
conduct GO and KEGG path enrichment analysis. Finally, MOE software was applied for molecular docking verification. Results
Network analysis showed that the 25 active ingredients in KXS were closely related to its anti-depressant effect. The mechanism
involved 51 targets (ACHE, HTR3A, and DRD2, etc.) and 24 pathways. The molecular docking showed that aposcopolamine,
perlolyrine, and hederagenin had good docking activity with PPARG, ACHE, SLC6A4, and DRD2, respectively. Conclusion
KXS may exert anti—depressant effects through pathway-related targets such as neuroactive receptor-ligand interactions, serotonin
synapses, and ¢cAMP pathways efficacy. This study provides an idea for the study of the potential active components of KXS in the
treatment of depression and its possible mechanism of action.
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