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Compounds and Mechanism of Xiaobanxia Decoction in Treating Chemotheraphy—Induced

Nausea and Vomiting Based on Network Pharmacology

XU Jingting, HUANG Jinchang*
(Beijing University of Chinese Medicine, Beijing, 10029)

(Abstract] Objective To predict the active components and the mechanism of Xiaobanxia Decoction in the treatment of
chemotherapy —induced vomiting by computer network pharmacology. The active ingredients of Xiaobanxia Decoction for the
treatment of chemotherapy—induced nausea and vomiting (CINV) were screened by network pharmacological methods, and the target
were predicted, The mechanism of CINV treatment was explored. Methods The bioactive ingredients of Xiaobanxia Decoction
screened through platforms such as the Chinese Medicine System Pharmacology Database. CTD and OMIM databases were used to
establish targets for diseases related to nausea and vomiting, and build an effective drug-target—disease network of Xiaobanxia
Decoction, STRING database and DAVID Database were used for biological process and signal pathway analysis. Results A total of
6 active ingredients of Xiaobanxia Decoction related to the treatment of CINV were screened out from the database, which acted on
19 core targets and 27 signal pathways. It showed that Xiaobanxia Decoction’s treatment of CINV is mainly related to biological
processes and signal pathways such as regulating apoptosis, regulating inflammatory response, repairing gastrointestinal mucosa, and
reducing gastrointestinal smooth muscle spasm etc. Conclusion The therapeutic effects of Xiaobanxia Decoction on CINV reflects
the characteristics of traditional Chinese medicine with multiple components, multiple targets, and multiple pathways, providing
experimental research basis and ideas for further exploring the mechanism of Xiaobanxia Decoction in treating CINV.
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