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Clinical Value of Plasma miR-200c in Early Diagnosis of Lung Cancer
WANG Yingkun, JIA Dongdong, LIU Qiong, DOU Yuhong, XU Zhikang, LIU Helu*
(Clinical Laboratory, Shenzhen Shajing Hospital Affiliated to Guangzhou Medical University, Shenzhen,
Guangdong 518125, China)

[Abstract] Objective To analyze the correlation between plasma miR—200c expression and clinicopathological features of
lung cancer patients, and to explore the possibility of miR-200c¢ as a potential tumor marker for early diagnosis of lung can-
cer. Methods Fifty lung cancer patients and fifty—three healthy subjects, the expression of miR-200c in plasma was detected
by real—time fluorescent quantitative PCR, and the results were statistically analyzed. Results MiR-200c expression in lung
cancer patients were higher than that in normal control group and the difference was statistically significant (P<0.01). The re-
ceiver operating characteristic curve showed that miR-200c expression was able to differentiate lung cancer from the normal
control group (AUC=0.676). Conclusion The expression of miR-200c in plasma may be related to the occurrence of lung can-
cer, suggesting that miR-200c¢ may be a specific biomarker in patients during early diagnosis.
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