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Study on Regulation of Triterpenoids Biosynthesis in Wolfiporia cocos Submerged
Fermentation System by Methyl Jasmonate
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(Abstract] Objective To explore the regulation effects and its molecular mechanism of methyl jasmonate (MeJA) on triter-
penoid biosynthesis in submerged fermentation system of WolfiPoria cocos. Methods The effects of addition amount and feed-
ing time of MeJA on Poria cocos triterpenoid biosynthesis were discussed, respectively. Besides, to illustrate regula-
tion mechanism of MeJA, real time PCR (RT -PCR) was employed to analysis the expression level of fps and sgs
in mevalonate (MVA) pathway of WolfiPoria cocos. Results The optimal regulation strategy was adding 150 pmol/LL MeJA on
4" day. Under this condition, the maximum content can reach up to 20.95 mg/L, which was 1.55 times of blank group, 1.32
times of Tween—80 group. RT-PCR results showed that fps and sqs gene expression level both increased significantly, which
were 1.17 times, 788.70 times of that in Tween—-80 group, respectively. Conclusion MeJA, as an effective exogenous regulatory
factor for increasing triterpenoid biosynthesis level of WolfiPoria cocos, could efficiently improve triterpenoid biosynthesis level
in WolfiPoria cocos submerged fermentation system.
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