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Study of Protein Mass Spectrometry of Coronary Heart Disease with Blood
Stasis Syndrome Based on iTRAQ Technology
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[Abstract] Objective To explore the differential protien mass spectrum of coronary heart disease (CHD) with blood stasis
syndrome, and its biological mechanism. Methods The diffrential proteins in blood stasis syndrome and non -blood stasis
syndrome groups were isolated and identified by isobaric tags for relative and absolute quantitation (GTRAQ) technology. Results
780 proteins were identified. In the two groups, the expression difference of 27 protein spots was 1.5 times higher, and 11 of them
were up-regulated and 16 of them were down-regulated. The up-regulated diffrential proteins were related with immune response,
blood coagulation and lipid metabolism. The function of down-regulated proteins was related to platelet cytomorphosis, metastasis
between cells, Conclusion The CHD with blood stasis syndrome has close relation with immune response, platelet participate in the
coagulation reaction of hyperthyroidism, as well as with the influence of platelet morphology change, platelets, vascular endothelial
cells and platelets adhesion and migration.
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