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Role of Circulating MicroRNA in the Diagnosis of Coronary Heart Disease and TCM Syndrome
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(Abstract] MicroRNA is a kind of endogenous non encoding RNA with a length of about 22 nucleotides, and can be
combined with target genes in a specific way, thereby inhibiting the translation of target genmes and degrading them. The
expression level of microRNA will change only in the affected and pathological conditions, such as environmental factors.
Therefore, microRNA has become the biomarkers of diagnosis of a variety of diseases. At present, a large number of
studies have indicated that microRNA is involved in the development of coronary heart disease, but its mechanism is not yet
fully clarified. This article reviews the characteristics of microRNA, role of circulating microRNA in the diagnosis of
coronary heart disease and TCM Syndrome.
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