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(Abstract] Objective To establish a novel molecular diagnostic model of saliva protein fingerprint in colorectal cancer
(CRC) patients. Methods Saliva samples from 34 patients with CRC, and 45 healthy people were analyzed by weak cationic—
exchange magnetic beads (MB-WCX) and matrix—assisted laser desorption ionization time—of—{light mass spectrometry (MALDI-
TOF —MS) methods. Subsequently, we compared the saliva peptide signatures of the two groups and obtained differently
expressed peptides by using of Biomarker Wizard, then establish a diagnostic model to diagnose gastric carcinoma by using
of Biomarker Patterns 5.0.2. Results 312 differentially expressed protein peaks were detected, the ratio of two groups>3.0
(CRC/control>3.0, or control/ CRC>3.0), including 37 protein peaks were statistically significant (P<0.05); 7 peaks were up—
regulated, 28 peaks were down —regulated, there were 35 different protein peaks have significant difference (P <0.01).
Further more, we screened and built a saliva proteomic models with 3 protein molecules m/z 2501.26, 4779.95, 3140.39
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to distinguish CRC groups and normal groups. The sensitivity of this model was 88% (30/34), and the specificity was 98 %
(44/45). The reliability of this model was further verified with a sensitivity of 85% (29/34) and a specificity of 88% (37/45) by
cross validation method. Conclusion Saliva proteomic profiling by using MALDI-TOF-MS combined with WCX technique is

a novel potential tool for the clinical diagnosis of CRC.

(Keywords] colorectal cancer; saliva; proteome; molecular diagnostic model; protein fingerprint; matrix —assisted

laser desorption ionization time—of-flight mass spectrometry
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